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1 H4K20ME1l in GM12878, Type-I Error, Power, ROC Curve Figures
under (EOO,CompletelyDiscard,Top5)
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Figure 1: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H4K20ME1 in GM12878 for

(E00, CompletelyDiscard, Top5).




2 H4K20ME1l in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,CompletelyDiscard,Top5)
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Figure 2: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, CompletelyDiscard, Top5).
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f) ROC Curves for H4K20ME1 in GM12878 for




3 H4K20ME1 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO,CompletelyDiscard, Top5)
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Figure 3: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H4K20ME1 in K562 for

(E00, CompletelyDiscard, Top5).




4 H4K20ME1 in K562, Type-I Error, Power, ROC Curve Figures under

(NOOB,CompletelyDiscard,Top5)
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Figure 4: Element-based (a,b) Type-I Error, (c¢,d) Power and (e,f) ROC Curves for H4K20ME1 in K562 for

(NOOB, CompletelyDiscard, Top5).




5 H4K20ME1l in GM12878, Type-1 Error, Power, ROC Curve Figures
under (EOO,TakeTheLongest,Top20)
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Figure 5: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H4K20ME1 in GM12878 for

(E00, TakeTheLongest, Top20).



6 H4K20ME1l in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,TakeTheLongest,Top20)
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Figure 6: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, TakeTheLongest, Top20).

f) ROC Curves for H4K20ME1 in GM12878 for




7 H4K20ME1 in K562, Type-1 Error, Power, ROC Curve Figures under
(EOO,TakeTheLongest, Top20)
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Figure 7: Element-based (a,b) Type-I Error, (c¢,d) Power and (e,f) ROC Curves for H4K20ME1 in K562 for

(E00, TakeTheLongest, Top20).




8 H4K20ME1 in K562, Type-I Error, Power, ROC Curve Figures under
(NOOB,TakeTheLongest,Top20)
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Figure 8: Element-based (a,b) Type-I Error, (c¢,d) Power and (e,f) ROC Curves for H4K20ME1 in K562 for

(NOOB, TakeTheLongest, Top20).
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9 H3K9MES3 in GM12878, Type-I Error, Power, ROC Curve Figures un-

der (EOO,CompletelyDiscard,Top5)
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Figure 9: Element-based (a,b) Type-1 Error,

(EQO,

CompletelyDiscard, Top5).
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(¢,d) Power and (e,

f) ROC Curves for H3K9ME3 in GM12878 for




10 H3K9ME3 in GM12878, Type-I Error, Power, ROC

Curve Figures

under (NOOB,CompletelyDiscard,Top5)
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Figure 10: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, CompletelyDiscard, Top5).
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f) ROC Curves for H3K9ME3 in GM12878 for




11 H3K9MES3 in K562, Type-I Error, Power, ROC Curve Figures under

(EOO,CompletelyDiscard,Top5)
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Figure 11: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K9IME3 in K562 for

(E00, CompletelyDiscard, Top5).
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12 H3K9MES3 in K562, Type-I Error, Power, ROC Curve Figures under
(NOOB,CompletelyDiscard,Top5)
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Figure 12: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K9IME3 in K562 for

(NOOB, CompletelyDiscard, Top5).
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13 H3K9ME3 in GM12878, Type-I Error, Power, ROC Curve Figures
under (EOO,TakeTheLongest,Top20)
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Figure 13: Element-based (a,b) Type-I Error,

(E00, TakeTheLongest, Top20).
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(¢,d) Power and (e,

f) ROC Curves for H3K9ME3 in GM12878 for




14 H3K9ME3 in GM12878, Type-I Error, Power, ROC Curve Figures
under (NOOB,TakeTheLongest,Top20)
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Figure 14: Element-based (a,b) Type-I Error,

(NOOB, TakeTheLongest, Top20).
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15 H3K9MES3 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO, TakeTheLongest,Top20)

(a)
H3K9ME3 K562 Expressed genes

04

o
w

Typel Error
o
[N}

o

.

i

‘WMCM

(b)

H3KIME3 K562 Expressed genes

03

o
[N

Typel Error

o

v

T

‘WMCM

0.0 00
0.00 0.05 0.10 0.15 0.20 0.25 0.00 0.05 0.10 0.15 0.20 0.25
Significance Level Significance Level
(c) (d)
H3KIME3 K562 Non-expressed genes H3KIME3 K562 Non-expressed genes
0.06
0.06
& 30.04
20.04 3
0 0
o o
0.02 0.02
Egg wo E onéSM GAT Egg W E WO%SM GAT
0.00 Wo SFwtom 000 ay.
0.00 0.05 0.10 0.15 0.20 0.25 0.00 0.05 0.10 0.15 0.20 0.25
Significance Level Significance Level
(e) (f)
ROC Curve for H3KIME3 in K562 ROC Curve for H3KIME3 in K562
1.00 1.00
0.90 0.90

o
~
(o)

TRUE POSCI>TIVE RATE
o
(=3

e
—~
[

TRUE POSCI>TIVE RATE
o
(=3

0.25 / 0.25
£ Parameter ok Parameter
AUC=02 T W0 AUC=0.16
0.0 ﬁ ez -Egnggm‘éw 0.0 wes E§§ E%%CM
AUC=023 - )"WO([E"W AUC=026
0.00 Auc=02¢ - ~EO0Wo :WMCM 0.00 AUC=025 ‘WMCM
000 010 0.50 0.75 0.90 1.00 000 010 0.50 0.75 0.90 1.00
FALSE POSITIVE RATE FALSE POSITIVE RATE
Figure 15: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3KIME3 in K562 for

(E00, TakeTheLongest, Top20).
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16 H3K9MES3 in K562, Type-I Error, Power, ROC Curve Figures under
(NOOB,TakeTheLongest,Top20)
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Figure 16: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3KIME3 in K562 for

(NOOB, TakeTheLongest, Top20).
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17 H3K4ME1l in GM12878, Type-I Error, Power, ROC Curve Figures
under (EOO,CompletelyDiscard,Top5)
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Figure 17: Element-based (a,b) Type-I Error, (c,d) Power and (e,
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Figure 18: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, CompletelyDiscard, Top5).
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19 H3K4ME1 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO,CompletelyDiscard,Top5)
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Figure 19: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME1 in K562 for

(E00, CompletelyDiscard, Top5).
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20 H3K4ME1 in K562, Type-1I Error, Power, ROC Curve Figures under

(NOOB,CompletelyDiscard,Top5)
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Figure 20: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME1 in K562 for

(NOOB, CompletelyDiscard, Top5).
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21 H3K4ME1l in GM12878, Type-1 Error, Power, ROC Curve Figures

under (EOO,TakeTheLongest,Top20)
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Figure 21: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME1 in GM12878 for
(E00, TakeTheLongest, Top20).
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22 H3K4ME1l in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,TakeTheLongest,Top20)
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Figure 22: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, TakeTheLongest, Top20).
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f) ROC Curves for H3K4ME1 in GM12878 for




23 H3K4ME1 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO, TakeTheLongest,Top20)
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Figure 23: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4MEI in K562 for

(E00, TakeTheLongest, Top20).
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24 H3K4ME1 in K562, Type-I Error, Power, ROC Curve Figures under
(NOOB,TakeTheLongest,Top20)

(a) (b)
H3K4ME1 K562 Non-expressed genes H3K4ME1 K562 Non-expressed genes
0.75 0.75
g g
i i
5090 30.50
Q Q
> >
F F
025 Meth 0.25
Eggéwwg E-WWO%SM ) I§§E E %EM )
0.00 0.05 0.10 0.15 0.20 0.25 0.00 0.05 0.10 0.15 0.20 0.25
Significance Level Significance Level
(c) (d)
H3KAME1 K562 Expressed genes H3K4ME1 K562 Expressed genes
1.00 1.00
0.75 0.75
§ 8
2050 2050
o o
0.25 Method . 0.25 .
Eggg_wgg EéSM Hggg WE WO%SM
£ —WO|F—W
0.00 ~NOOB-wo ZWMCM 000 £ _WMCM
0.00 0.05 0.10 0.15 0.20 0.25 0.00 0.05 0.10 0.15 0.20 025
Significance Level Significance Level
(e) (f)
ROC Curve for H3KAME1 in K562 ROC Curve for H3KAME1 in K562
1.00 1.00
0.90 090 =—
0.7 0.7
g g
14 14
w w
> >
= =
7090 7050
o] 0
o o
w w
=) =)
K025 K025
Parameter GA Parameter
AUC=063 Wo =09 -
0.10 Acm A o QNN%%CM 010 2582832 “”&%CM
AUC=076 f W0 ‘WM AUC=095 g
0.00 Auc=08 - - wolF-WGCM 0.00 AUC=084 -w CM
000 010 0.50 0.75 090 1.00 000 010 0.50 0.75 090 1.00
FALSE POSITIVE RATE FALSE POSITIVE RATE
Figure 24: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME1 in K562 for

(NOOB, TakeTheLongest, Top20).
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25 H3K36ME3 in GM12878, Type-1 Error, Power, ROC Curve Figures
under (EOO,CompletelyDiscard,Top5)
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Figure 25: Element-based (a,b) Type-I Error,
(E00, CompletelyDiscard, Top5).
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26 H3K36ME3 in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,CompletelyDiscard,Top5)
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Figure 26: Element-based (a,b) Type-I Error,

(NOOB, CompletelyDiscard, Top5).
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27 H3K36ME3 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO,CompletelyDiscard,Top5)
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Figure 27: Element-based (a,b) Type-I Error,
(E00, CompletelyDiscard, Top5).
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28 H3K36ME3 in K562, Type-I Error, Power, ROC Curve Figures under
(NOOB,CompletelyDiscard,Top5)
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Figure 28: Element-based (a,b) Type-lI Error, (c,d) Power and (e,f) ROC Curves for H3K36ME3 in K562 for

(NOOB, CompletelyDiscard, Top5).
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29 H3K36ME3 in GM12878, Type-1 Error, Power, ROC

under (EOO,TakeTheLongest,Top20)

Curve Figures

(a) (b)
050 H3K36ME3 GM12878 Non-expressed genes 050 H3K36ME3 GM12878 Non-expressed genes
025 025
: s
u‘i u
< 000 < 000
Q Q
> >
8 S
-0.25 -0.25
Egg _ng E _WWO%SM GAT E§§ W E WO%EM GAT
'Wo ‘WMCM ‘WMCM
-0.50 -0.50
0.00 0.05 0.10 0.15 0.20 0.25 0.00 0.05 0.10 0.15 0.20 0.25
Significance Level Significance Level
(c) (d)
050 H3K36ME3 GM12878 Expressed genes 050 H3K36ME3 GM12878 Expressed genes
0.25 025
§ 8
3000 3000
o o
-0.25 -0.25
Egg wo E WO%SM GAT Egg W E WO%SM GAT
WO 'WMCM 'WMCM
-0.50 -0.50
0.00 0.05 0.10 0.15 0.20 0.25 0.00 0.05 0.10 0.15 0.20 025
Significance Level Significance Level
(e) (f)
ROC Curve for H3K36ME3 in GM12878 ROC Curve for H3K36ME3 in GM12878
1.00 1.00
0.90 0.90

TRUE POSITIVE RATE
o o [=)
13 S o

e o
o =
S o

AUC=061
AUC=061
AUC=053
AUC=052
AUC=051

Parameter

- W0

“Wo|
- 0|
- WO
- Wol

2

Wl

TRUE POSITIVE RATE
o o
(2] ~
(=) (o2l

o
N
(331

o
o

o
o
(=1

Parameter

AUC=05
AUC=051
AUC=051
AUC=05
AUC=05

EW&%CM

‘WMCM

0.50
FALSE POSITIVE RATE

0.75

Figure 29: Element-based (a,b) Type-I Error,

(E00, TakeTheLongest, Top20).
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30 H3K36ME3 in GM12878, Type-I Error, Power, ROC Curve Figures
under (NOOB,TakeTheLongest,Top20)
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Figure 30: Element-based (a,b) Type-1 Error,

(NOOB, TakeTheLongest, Top20).
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31 H3K36ME3 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO, TakeTheLongest,Top20)
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Figure 31: Element-based (a,b) Type-lI Error, (c,d) Power and (e,f) ROC Curves for H3K36ME3 in K562 for

(E00, TakeTheLongest, Top20).
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32 H3K36ME3 in K562, Type-I Error, Power, ROC Curve Figures under
(NOOB,TakeTheLongest,Top20)
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Figure 32: Element-based (a,b) Type-lI Error, (c,d) Power and (e,f) ROC Curves for H3K36ME3 in K562 for

(NOOB, TakeTheLongest, Top20).
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33 H2AZ in GM12878, Type-I Error, Power, ROC Curve Figures under
(EOO,CompletelyDiscard,Top5)
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Figure 33: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H2AZ in GM12878 for

(E00, CompletelyDiscard, Top5).
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34 H2AZ in GM12878, Type-I Error, Power, ROC Curve Figures under

(NOOB,CompletelyDiscard,Top5)
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Figure 34: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H2AZ in GM12878 for

(NOOB, CompletelyDiscard, Top5).

36




35

(a)

050 H2AZ K562 Non-expressed genes

o
[N
33

Typel Error
o
o
(=

o
[N
(331

Metho!

i

E WO%SM GAT

o

00T 05 o 015 0w 0%

Significance Level

H2AZ K562 Expressed genes

1.00

0.75

Power
o
(2]
(=)

0.25

L

0.00 0.05 0.10 0.15 0.20 0.25

s

o

H2AZ in K562, Type-I Error, Power, ROC Curve Figures under (EOO,Comj

(b)

050 H2AZ K562 Non-expressed genes

o
[N
33

Typel Error
o
o
(=

o
[N
(331

E%SW

E WO%SM GAT

o

005 om0 0B 0m 0%

Significance Level

(d)
H2AZ K562 Expressed genes

1.00

0.75

Power
o
(2]
(=]

0.25

-

0.00 0.05 0.10 0.15 0.20 0.25

E s

‘WMCM

Significance Level Significance Level
(e) (f)
ROC Curve for H2AZ in K562 ROC Curve for H2AZ in K562
1.00 1.00
0.90 0.90

o
~
(s

TRUE POS(IDTIVE RATE
o
(=)

e
—~
o

TRUE POS(IDTIVE RATE
o
(=)

0.25 0.25
Parameter oA Parameter oA
AUC=1 - W0 AUC=1 - Wi
0.0 it Eggyg E% o 0.0 e EE%% E%%CM
AC=t - 0 ‘WM AC=1 ~EQQ™W, ‘WM
0.00 AEZ “EGGWelEwou 000 St 2
000 010 0.25 0.50 0.75 090 1.00 000 010 0.25 0.50 0.75 090 1.00
FALSE POSITIVE RATE FALSE POSITIVE RATE
Figure 35: Element-based (a,b) Type-l Error, (c,d) Power and (e,f) ROC Curves for H2AZ in K562 for

(E00, CompletelyDiscard, Top5).
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36 H2AZin K562, Type-I Error, Power, ROC Curve Figures under (NOOB,Cor
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Figure 36: Element-based (a,b) Type-l Error, (c,d) Power and (e,f) ROC Curves for H2AZ in K562 for

(NOOB, CompletelyDiscard, Top5).
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37 H2AZ in GM12878, Type-I Error, Power, ROC Curve Figures under
(EOO, TakeTheLongest,Top20)
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Figure 37: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H2AZ in GM12878 for

(E00, TakeTheLongest, Top20).
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38 H2AZ in GM12878, Type-I Error, Power, ROC Curve Figures under
(NOOB,TakeTheLongest,Top20)
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Figure 38: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H2AZ in GM12878 for




39 H2AZin K562, Type-I Error, Power, ROC Curve Figures under (EOQO,Take"
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Figure 39: Element-based (a,b) Type-l Error, (c,d) Power and (e,f) ROC Curves for H2AZ in K562 for

(E00, TakeTheLongest, Top20).
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40 H2AZin K562, Type-I Error, Power, ROC Curve Figures under (NOOB,Tak
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Figure 40: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H2AZ in K562 for

(NOOB, TakeTheLongest ,Top20).
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41 H3K27AC in GM12878, Type-1 Error, Power, ROC Curve Figures

under (EOO,CompletelyDiscard,Top5)
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Figure 41: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K27AC in GM12878 for
(E00, CompletelyDiscard, Top5).
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42 H3K27AC in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,CompletelyDiscard,Top5)
(a) (b)
050 H3K27AC GM12878 Non-expressed genes 050 H3K27AC GM12878 Non-expressed genes
025 025
g g
i i
5 0.00 5 0.00
Q Q
> >
F F
-0.25 M GAT -0.25 Method GAT
Fo o e
B\t A Y
oo BB
V0055 o 0B 0m 05 BT R T X VR X RN VR V1
Significance Level Significance Level
(c) (d)
H3K27AC GM12878 Expressed genes H3K27AC GM12878 Expressed genes
1.00 1.00
0.75 0.75
§ 6
2050 2050
o o
025 Meth 025
Eggg on WO%SM GAT Hggg WE WO%SM GAT
0.00 W0 ‘WMCM 000 £ _WMCM
0.00 0.05 0.10 0.15 0.20 0.25 0.00 0.05 0.10 0.15 0.20 025
Significance Level Significance Level
(e) (f)
ROC Curve for H3K27AC in GM12878 ROC Curve for H3K27AC in GM12878
1.00 1.00
0.90 090
0.7 0.7
g g
14 14
w w
2 2
E E
50'50 50'50
o] 0
o o
w w
o] ]
K025 K025
Parameter GA Parameter
AUC=1 N Woj AUC=1
010 B Noois S o e “"&‘5‘3“”
Alc=1 - NQORWo ‘WM AUC= 1 g
0.00 AUC=1 ~wolF-WGCM 0.00 AUC=1 -w CM
000 010 0.50 0.75 090 1.00 000 010 0.50 0.75 090 1.00
FALSE POSITIVE RATE FALSE POSITIVE RATE

Figure 42: Element-based (a,b) Type-I Error, (c¢,d) Power and (e,

(NOOB, CompletelyDiscard, Top5).
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f) ROC Curves for H3K27AC in GM12878 for




43 H3K27AC in K562, Type-1 Error, Power, ROC Curve Figures under

(EOO,CompletelyDiscard,Top5)
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Figure 43: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K27AC in K562 for

(E00, CompletelyDiscard, Top5).
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44 H3K27AC in K562, Type-1 Error, Power, ROC Curve Figures under

(NOOB,CompletelyDiscard,Top5)
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Figure 44: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K27AC in K562 for

(NOOB, CompletelyDiscard, Top5).
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45 H3K27AC in GM12878, Type-1 Error, Power, ROC Curve Figures
under (EOO,TakeTheLongest,Top20)
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Figure 45: Element-based (a,b) Type-I Error, (c¢,d) Power and (e,

(E00, TakeTheLongest, Top20).
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f) ROC Curves for H3K27AC in GM12878 for




46 H3K27AC in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,TakeTheLongest,Top20)
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Figure 46: Element-based (a,b) Type-I Error, (c¢,d) Power and (e,

(NOOB, TakeTheLongest, Top20).
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f) ROC Curves for H3K27AC in GM12878 for




(E00, TakeTheLongest, Top20).
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47 H3K27AC in K562, Type-1 Error, Power, ROC Curve Figures under
(EOO, TakeTheLongest,Top20)
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Figure 47: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K27AC in K562 for




(NOOB, TakeTheLongest, Top20).
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48 H3K27AC in K562, Type-1 Error, Power, ROC Curve Figures under
(NOOB,TakeTheLongest,Top20)
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Figure 48: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K27AC in K562 for




49 H3K4ME2 in GM12878, Type-I Error, Power, ROC Curve Figures

under (EOO,CompletelyDiscard,Top5)
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Figure 49: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4AME2 in GM12878 for
(E00, CompletelyDiscard, Top5).
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50 H3K4ME2 in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,CompletelyDiscard,Top5)
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Figure 50: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, CompletelyDiscard, Top5).
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f) ROC Curves for H3K4ME2 in GM12878 for




51 H3K4ME2 in K562, Type-I Error, Power, ROC Curve Figures under

(EOO,CompletelyDiscard,Top5)
(a) (b)
050 H3K4ME2 K562 Non-expressed genes 050 H3K4ME2 K562 Non-expressed genes
025 025
g g
u‘i u
5 0.00 5 0.00
Q Q
> >
F F
-0.25 -0.25
Egg _ng E _WWO%SM GAT E§§ WE WO%SM GAT
'Wo ‘WMCM ‘WMCM
-0.50 -0.50
0.00 0.05 0.10 0.15 0.20 0.25 0.00 0.05 0.10 0.15 0.20 0.25
Significance Level Significance Level
(c) (d)
H3KAME2 K562 Expressed genes H3K4ME2 K562 Expressed genes
1.00 1.00
0.75 0.75
30.50 30.50
o o
025 Method 025
-Egg _vagE %SM GAT Egg WE WO%SM GAT
“EQQ-wolEw
0.00 “EGBolEweo 0.00 Won
0.00 0.05 0.10 0.15 0.20 025 0.00 0.05 0.10 0.15 0.20 0.25
Significance Level Significance Level
(e) (f)
ROC Curve for H3KAME2 in K562 ROC Curve for H3KAME2 in K562
1.00 1.00
0.90 0.90
0.7 0.7
g g
14 14
w w
2 2
E E
50'50 50'50
o] 0
o o
w w
=) =)
K025 K025
Parameter ok Parameter
AUC=1  ~ Woj AUC=1
A B o
0.00 A=t - :Wg :WMCM 0.00 AUC= 1 ‘WMCM
000 010 0.50 75 090 1.00 000 010 0.50 090 1.00
FALSE POSITIVE RATE FALSE POSITIVE RATE
Figure 51: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME2 in K562 for

(E00, CompletelyDiscard, Top5).
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52 H3K4ME2 in K562, Type-I Error, Power, ROC Curve Figures under

(NOOB,CompletelyDiscard,Top5)
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Figure 52: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME2 in K562 for

(NOOB, CompletelyDiscard, Top5).
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53 H3K4ME2 in GM12878, Type-1 Error, Power, ROC

Curve Figures

under (EOO,TakeTheLongest,Top20)
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Figure 53: Element-based (a,b) Type-I Error,
(E00, TakeTheLongest, Top20).

55

(¢,d) Power and (e,

f) ROC Curves for H3K4ME2 in GM12878 for




54 H3K4ME2 in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,TakeTheLongest,Top20)
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Figure 54: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, TakeTheLongest, Top20).
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55 H3K4ME2 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO, TakeTheLongest,Top20)
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Figure 55: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME2 in K562 for

(E00, TakeTheLongest, Top20).
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56 H3K4ME2 in K562, Type-I Error, Power, ROC Curve Figures under

(NOOB,TakeTheLongest,Top20)
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Figure 56: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME2 in K562 for

(NOOB, TakeTheLongest, Top20).

58




57 H3K4ME3 in GM12878, Type-1 Error, Power, ROC Curve Figures

under (EOO,CompletelyDiscard,Top5)
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Figure 57: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME3 in GM12878 for
(E00, CompletelyDiscard, Top5).
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58 H3K4ME3 in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,CompletelyDiscard,Top5)
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Figure 58: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, CompletelyDiscard, Top5).

60

f) ROC Curves for H3K4ME3 in GM12878 for




59 H3K4MES3 in K562, Type-I Error, Power, ROC Curve Figures under

(EOO,CompletelyDiscard,Top5)
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Figure 59: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME3 in K562 for

(E00, CompletelyDiscard, Top5).

61




60 H3K4ME3 in K562, Type-I Error, Power, ROC Curve Figures under

(NOOB,CompletelyDiscard,Top5)
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Figure 60: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME3 in K562 for

(NOOB, CompletelyDiscard, Top5).
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61 H3K4ME3 in GM12878, Type-1 Error, Power, ROC Curve Figures
under (EOO,TakeTheLongest,Top20)
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Figure 61: Element-based (a,b) Type-I Error, (c¢,d) Power and (e,f) ROC Curves for H3K4ME3 in GM12878 for

(E00, TakeTheLongest, Top20).
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under (NOOB,TakeTheLongest,Top20)
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Figure 62: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, TakeTheLongest, Top20).
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63 H3K4ME3 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO, TakeTheLongest,Top20)
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Figure 63: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K4ME3 in K562 for

(E00, TakeTheLongest, Top20).
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64 H3K4ME3 in K562, Type-I Error, Power, ROC Curve Figures under
(NOOB,TakeTheLongest,Top20)
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Figure 64: Element-based (a,b) Type-I Error,
(NOOB, TakeTheLongest, Top20).

(¢,d) Power and (e,f) ROC Curves for H3K4ME3 in K562 for
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65 H3K79IME2 in GM12878, Type-1 Error, Power, ROC Curve Figures
under (EOO,CompletelyDiscard,Top5)
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Figure 65: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(E00, CompletelyDiscard, Top5).
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f) ROC Curves for H3K79ME2 in GM12878 for




66 H3K79IME2 in GM12878, Type-I Error, Power, ROC Curve Figures
under (NOOB,CompletelyDiscard,Top5)
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Figure 66: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, CompletelyDiscard, Top5).
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67 H3K79ME2 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO,CompletelyDiscard,Top5)
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Figure 67: Element-based (a,b) Type-I Error,
(E00, CompletelyDiscard, Top5).

(¢,d) Power and
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68 H3K79ME2 in K562, Type-I Error, Power, ROC Curve Figures under
(NOOB,CompletelyDiscard,Top5)
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Figure 68: Element-based (a,b) Type-lI Error, (c,d) Power and (e,f) ROC Curves for H3K79ME2 in K562 for

(NOOB, CompletelyDiscard, Top5).

70




69 H3K79IME2 in GM12878, Type-1 Error, Power, ROC Curve Figures

under (EOO,TakeTheLongest,Top20)
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Figure 69: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K79ME2 in GM12878 for
(E00, TakeTheLongest, Top20).
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70 H3K79IME2 in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,TakeTheLongest,Top20)
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Figure 70: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, TakeTheLongest, Top20).
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f) ROC Curves for H3K79ME2 in GM12878 for




71 H3K79ME2 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO, TakeTheLongest,Top20)
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Figure 71: Element-based (a,b) Type-lI Error, (c,d) Power and (e,f) ROC Curves for H3K79ME2 in K562 for

(E00, TakeTheLongest, Top20).
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72 H3K79ME2 in K562, Type-I Error, Power, ROC Curve Figures under

(NOOB,TakeTheLongest,Top20)
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Figure 72: Element-based (a,b) Type-lI Error, (c,d) Power and (e,f) ROC Curves for H3K79ME2 in K562 for

(NOOB, TakeTheLongest, Top20).
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73 H3K9AC in GM12878, Type-I Error, Power, ROC Curve Figures un-
der (EOO,CompletelyDiscard,Top5)
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Figure 73: Element-based (a,b) Type-I Error,
(E00, CompletelyDiscard, Top5).
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(¢,d) Power and (e,

f) ROC Curves for H3K9AC in GM12878 for




74 H3K9AC in GM12878, Type-I Error, Power, ROC Curve Figures un-
der (NOOB,CompletelyDiscard,Top5)
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Figure 74: Element-based (a,b) Type-I Error,
(NOOB, CompletelyDiscard, Top5).
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(¢,d) Power and (e,

f) ROC Curves for H3K9AC in GM12878 for




75 H3K9AC in K562,

Type-1 Error, Power, ROC Curve Figures under
(EOO,CompletelyDiscard,Top5)
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Figure 75: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K9AC in K562 for

(E00, CompletelyDiscard, Top5).
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76 H3K9AC in K562,

(NOOB,CompletelyDiscard,Top5)

Type-1 Error, Power, ROC Curve Figures under
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Figure 76: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K9AC in K562 for

(NOOB, CompletelyDiscard, Top5).
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77 H3K9AC in GM12878, Type-I Error, Power, ROC Curve Figures un-

der (EOO,TakeTheLongest,Top20)
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Figure 77: Element-based (a,b) Type-I Error,

(E00, TakeTheLongest, Top20).
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f) ROC Curves for H3K9AC in GM12878 for




78 H3K9AC in GM12878, Type-I Error, Power, ROC Curve Figures un-
der (NOOB,TakeTheLongest,Top20)
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Figure 78: Element-based (a,b) Type-I Error,
(NOOB, TakeTheLongest, Top20).
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79 H3K9AC in K562,

(EOO, TakeTheLongest,Top20)
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Figure 79: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K9AC in K562 for
g y

(E00, TakeTheLongest, Top20).
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80 H3K9AC in K562,

(NOOB,TakeTheLongest,Top20)
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Figure 80: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K9AC in K562 for

(NOOB, TakeTheLongest, Top20).
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81 H3K9ACB in K562, Type-I Error, Power, ROC Curve Figures under
(EOO,CompletelyDiscard,Top5)
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Figure 81: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K9ACB in K562 for

(E00, CompletelyDiscard, Top5).
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82 H3K9ACB in K562, Type-I Error, Power, ROC Curve Figures under
(NOOB,CompletelyDiscard,Top5)
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Figure 82: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K9ACB in K562 for

(NOOB, CompletelyDiscard, Top5).
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83 H3K9ACB in K562, Type-I Error, Power, ROC Curve Figures under
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Figure 83: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K9ACB in K562 for

(E00, TakeTheLongest, Top20).
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84 H3K9ACB in K562, Type-I Error, Power, ROC Curve Figures under
(NOOB,TakeTheLongest,Top20)
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Figure 84: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K9ACB in K562 for

(NOOB, TakeTheLongest, Top20).
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85 POL2 in GM12878, Type-I Error, Power, ROC Curve Figures under
(EOO,CompletelyDiscard,Top5)
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Figure 85: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for POL2 in GM12878 for

(E00, CompletelyDiscard, Top5).
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Figure 86: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for POL2 in GM12878 for

(NOOB, CompletelyDiscard, Top5).
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87 POL2 in K562, Type-I Error, Power, ROC Curve Figures under (EOO,Comg
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Figure 87: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for POL2 in K562 for

(E00, CompletelyDiscard, Top5).
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Figure 88: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for POL2 in K562 for

(NOOB, CompletelyDiscard, Top5).
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89 POL2 in GM12878, Type-I Error, Power, ROC Curve Figures under
(EOO, TakeTheLongest,Top20)
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Figure 89: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for POL2 in GM12878 for

(E00, TakeTheLongest, Top20).
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Figure 90: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for POL2 in GM12878 for

(NOOB, TakeTheLongest, Top20).
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Figure 91: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for POL2 in K562 for

(E00, TakeTheLongest, Top20).
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Figure 92: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for POL2 in K562 for

(NOOB, TakeTheLongest ,Top20).

94




93 H3K27TME3 in GM12878, Type-1 Error, Power, ROC Curve Figures

under (EOO,CompletelyDiscard,Top5)
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Figure 93: Element-based (a,b) Type-I Error, (c,d) Power and (e,f) ROC Curves for H3K27ME3 in GM12878 for
(E00, CompletelyDiscard, Top5).
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Figure 94: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, CompletelyDiscard, Top5).
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95 H3K27ME3 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO,CompletelyDiscard,Top5)
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Figure 95: Element-based (a,b) Type-lI Error, (c,d) Power and (e,f) ROC Curves for H3K27ME3 in K562 for

(E00, CompletelyDiscard, Top5).
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96 H3K27MES3 in K562, Type-I Error, Power, ROC Curve Figures under

(NOOB,CompletelyDiscard,Top5)
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Figure 96: Element-based (a,b) Type-lI Error, (c,d) Power and (e,f) ROC Curves for H3K27ME3 in K562 for

(NOOB, CompletelyDiscard, Top5).
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97 H3K27TME3 in GM12878, Type-1 Error, Power, ROC Curve Figures
under (EOO,TakeTheLongest,Top20)
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Figure 97: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(E00, TakeTheLongest, Top20).
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f) ROC Curves for H3K27ME3 in GM12878 for




Figure 98: Element-based (a,b) Type-I Error, (c,d) Power and (e,

(NOOB, TakeTheLongest, Top20).
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98 H3K27TME3 in GM12878, Type-1 Error, Power, ROC Curve Figures
under (NOOB,TakeTheLongest,Top20)
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f) ROC Curves for H3K27ME3 in GM12878 for




99 H3K27ME3 in K562, Type-I Error, Power, ROC Curve Figures under
(EOO, TakeTheLongest,Top20)
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Figure 99: Element-based (a,b) Type-lI Error, (c,d) Power and (e,f) ROC Curves for H3K27ME3 in K562 for

(E00, TakeTheLongest, Top20).
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100 H3K27ME3 in K562, Type-I Error, Power, ROC Curve Figures under

(NOOB,TakeTheLongest,Top20)
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Figure 100: Element-based (a,b) Type-I
(NOOB, TakeTheLongest, Top20).

Error,
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(¢,d) Power and (e,f) ROC Curves for H3K27ME3 in K562 for




